Likelihoods on coalescents: a Monte Carlo sampling approach to

inferring parameters from population samples of molecular data !
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O— Lineages 1 and 3 coalesce
o Site 2 in lineage 2 has mutated A->C
® Site 4 in lineage 1 has mutated T->G
O Lineages 2 and 4 coalesce
O T Lineages 1 and 2 coalesce
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